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Fig. 2. Distinct commensal
niches control T cell cytokine pro-
duction in the gut and skin. (A)
Taxonomic classifications at the
phylum level for 16S ribosomal
RNA gene sequence data clus-
tered at 97% identity from skin
tissue and fecal pellet of control
mice and mice treated with oral
antibiotic cocktail (ATB) for 4 weeks.
Each column represents an indi-
vidual mouse. (B) Assessment of
IFN-g production in live CD45+

TCRb+ cells and IL-17A produc-
tion in live CD45+ cells from skin
and intestine of mice treated with
oral antibiotic cocktail or water
(Ctrl) for 4 weeks. Graphs show
means T SEM of four mice (**P <
0.005, ***P < 0.0005; ns, not sig-
nificant). Results are representa-
tive of two or three experiments.
(C and D) Flow cytometric anal-
ysis of IL-17A production in live
CD45+ TCRb+ cells from the gut
and skin of SPF mice, GF mice,
and GF mice monoassociated with
S. epidermidis (GF + S.epi) for 2
to 3 weeks. Graphs show means T
SEM of three to five mice (**P <
0.005). Results are representative
of two experiments.

Fig. 3. Cutaneous commensals drive immunity and pro-
mote pathology in L. major infection. (A) Histopathological
comparison of ear pinnae skin lesions from L. major–
infected SPF and GF mice. Scale bars, 500 mm. (B) Assess-
ment of lesion size in SPF and GF mice. Each data point
represents an individualmouse (***P< 0.0005). (C andD)
Flow cytometric analysis of Leishmania antigen-specific
IFN-g and TNF-a production by TCRb+ CD4+ dermal cells
from L. major–infected SPF and GF mice. Each data
point represents an individual mouse (**P < 0.005,
***P < 0.0005). Results are representative of three ex-
periments. (E) Number of L. major parasites per 1000
nucleated cells from dermal lesions of infected SPF and
GF mice. Each data point represents an individual mouse
(***P< 0.0005). (F) Assessment of lesion size in SPFmice,
GFmice, and GFmice monoassociated with S. epidermidis
(S.epi). Each data point represents an individual mouse
(**P < 0.005). Results are representative of two experi-
ments. (G and H) Representative images of L. major skin
lesions and analysis of IFN-g production by live TCRb+

CD4+ cells from SPF mice, GF mice, and GF mice mono-
associated with S. epidermidis. Each data point represents
an individual mouse (***P < 0.0005). Results are repre-
sentative of two experiments.
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Distribution cumulée des fréquences de nombre de copies d’AMY1 dans différentes populations 
(en bas) : celles qui ont un régime moyen riche en amidon (high starch) ont plus de copies en 
moyenne que celles ayant un régime pauvre en amidon (low starch, chasseurs-cueilleurs). D’après 
Perry et al., 2007. !
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